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RAW SEQUENCE LISTING 
ERROR REPORT 



The Biotechnology Systems Branch of the Scientific and Technical Information 
Center (STIC) detected errors when processing the following computer readable 
form: v ^ 

Application Serial Number: /o/o/S\ IK^ 

Source: ' plf^ 

Date Processed by STIC: l/^j l^nO"^ 

THE ATFACHED PRINTOUT EXPLAINS DETECTED ERRORS. 

PLEASE FORWARD TfflS INFORMATION TO THE APPLICANT BY EITHER: 

1) INCLUDING A COPY OF THIS PRINTOUT IN YOUR NEXT COMMUNICATION TO THE 
APPLICANT, WITH A NOTICE TO COMPLY or, 

2) TELEPHONING APPLICANT AND FAXING A COPY OF THIS PRINTOUT, WITH A 
NOTICE TO COMPLY 

FOR CRF SUBMISSION QUESTIONS, PLEASE CONTACT MARK SPENCER, 703-308^212. 

FOR SEQUENCE RULES INTERPRETATION, PLEASE CONTACT ROBERT WAX, 703- 308-4216. 
PATENTIN 2.1 e-mail help: patin21help@uspto.gOV or phone 703-306-4119 (R. Wax) 
PATENTIN 3.0 e-mail help: patin3help@uspto.gov or phone 703-306-4119 (R. Wax) 

TO REDUCE ERRORED SEQUENCE LISTINGS, PLEASE USE THE CHECKER 
VERSION 3.1 PROGRAM, ACCESSIBLE THROUGH THE U.S. PATENT AND 
TRADEMARK OFFICE WEBSITE. SEE BELOW FOR ADDRESS: 
http;//www,u5pto.gov/web/offices/pac/checker 

Applicants submitting genetic sequence information electronically on diskette or CD-Rom should be aware that there 
a possibility that the disk/CD-Rom may have been affected by treatment given to all incoming mail. 
Please consider using alternate methods of submission for the disk/CD-Rom or replacement disk/CD-Rom, including: 
L EFS-Bio (<http://wwvy.uspto.gov/ebc/efs/downloads/documents.htm> , EFS Submission 
User Manual - ePAVE) 

2. U.S. Patent and Trademark Office, Box Sequence, P.O. Box 2327, Arlington, VA 22202 

3. Hand Carry directly to: 

U.S. Patent and Trademark Office, Technology Center 1600, Reception Area, 7* Floor, Examiner Name, 
Sequence Information, Crystal Mall One, 191 1 South Clark Street, Arlington. VA 22202 
Or 

U.S. Patent and Trademark Office, Box Sequence, Customer Window, Lobby, Room 1B03, Crystal Plaza Two, 
201 1 South Clark Place, Arlington, VA 22202 

4. Federal Express, United Parcel Service, or other delivery service to: U.S. Patent and Trademark Office, 
Box Sequence, Room IBOS-Maihroom, Crystal Plaza Two, 201 1 South Clark Place, Arlington, VA 22202 
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PATENT APPLICATION: US/10/015, 186A TIME: 15:59:02 
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ENTERED 



3 <110> APPLICANT: QUIBELL, Martin 

4 TAYLOR, Steven 

5 GRABOWSKA, Urszula 

6 NILSSON, Magnus 

7 MORISSON, Veronique 

9 <120> TITLE OF INVENTION: Cysteine Protease Inhibitors 
11 <130> FILE REFERENCE: 1718-0195P 

13 <140> CURRENT APPLICATION NUMBER: US 10/015, 186A 

14 <141> CURRENT FILING DATE: 2001-11-16 

16 <150> PRIOR APPLICATION NUMBER: US 60/252,840 

17 <151> PRIOR FILING DATE: 2000-11-17 

19 <150> PRIOR APPLICATION NUMBER: PCT/GBOO/01894 

20 <151> PRIOR FILING DATE: 2000-05-18 

22 <150> PRIOR APPLICATION NUMBER: GB 9911417.5 

23 <151> PRIOR FILING DATE: 1999-05-18 
25 <160> NUMBER OF SEQ ID NOS : 4 

27 <170> SOFTWARE: Patentin version 3.0 

29 <210> SEQ ID NO: 1 

30 <211> LENGTH: 39 

31 <212> TYPE: DNA 

32 <213> ORGANISM: Artificial Sequence 

34 <220> FEATURE: 

35 <223> OTHER INFORMATION: Primer for cDNA of cysteinyl proteinase (Falcipain 2) 

37 <400> SEQUENCE: 1 

38 cgcggatccg ccaccatgga attaaacaga tttgccgat 39 

41 <210> SEQ ID NO: 2 

42 <211> LENGTH: 57 

43 <212> TYPE: DNA 

44 <213> ORGANISM: Artificial Sequence 

46 <220> FEATURE: 

47 <223> OTHER INFORMATION: Primer for cDNA of cysteinyl proteinase (Falcipain 2) 

49 <400> SEQUENCE: 2 

50 cgcgtcgact taatgatgat gatgatgatg ttcaattaat ggaatgaatg catcagt 57 

53 <210> SEQ ID NO: 3 

54 <211> LENGTH: 886 

55 <212> TYPE: DNA 

56 <213> ORGANISM: Artificial Sequence 

58 <220> FEATURE: 

59 <223> OTHER INFORMATION: PCR product from amplification using primers for the cDNA 

60 sequence of cysteinyl proteinase (Falcipain 2) 

62 <220> FEATURE: 

63 <221> NAME/KEY: CDS 

64 <222> LOCATION: (3).. (848) 
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66 <400> SEQUENCE: 


3 


























67 cc atg gaa tta aac aga ttt gcc gat tta act tat cat gaa ttt aaa 


47 


68 Met Glu Leu Asn Arg Phe Ala Asp Leu Thr Tyr His Glu Phe Lys 




69 1 








5 










10 








15 




71 aac 


aaa 


tat 


ctt 


acrt 


tta 


aqa 


tct 


tea 


aaa 


cca 


tta 


aag 


aat 


tct 


aaa 


95 


72 Asn 


Lys 


Tvr 

J. jr J. 


Leu 


Ser 


Leu 


Arq 


Ser 


Ser 


Lvs 


Pro 


Leu 


Lvs 


Asn 


Ser 


Lvs 




73 








20 










25 










30 






75 tat 


tta 


tta 


aat 


eaa 


atq 


aat 


tat 


gaa 


qaa 


gtt 


ata 


aaa 


aaa 


tat 


aga 


143 


76 Tyr 


Leu 


Leu 


Asp 


Gin 


Met 


Asn 


Tvr 


Glu 


Glu 


Val 


He 


Lvs 

J. 


Lys 
J. 


Tvr 


Arg 




77 






35 










40 










45 








79 aaa 


gaa 


gaa 


aat 


ttc 


aat 


eat 


qea 


get 


tac 


gac 


tqq 


aga 


tta 


eac 


agt 


191 


80 Gly 


Glu 


Glu 


Asn 


Phe 


Asp 


His 


Ala 


Ala 


Tyr 


Asp 


Trp 


Arq 


Leu 


His 


Ser 




81 




50 










55 










60 










83 ggt 


ata 


aca 


ect 


ata 


aaa 


qat 


caa 


aaa 


aat 


tgt 


gga 


tct 


tge 


tgg 


gcc 


239 


84 Gly 


Val 


Thr 


Pro 


Val 


LVS 


Asp 


Gin 


Lys 


Asn 


Cys 


Gly 


Ser 


Cys 


Trp 


Ala 




85 


65 










70 










75 












87 ttt 


agt 


agt 


ata 


a0t 
y y u 


tec 


ata 


gaa 


tea 


eaa 


tat 


qet 


ate 


aaa 


aaa 


aat 


287 


88 Phe 


Ser 


Ser 


lie 


Glv 


Ser 


Val 


Glu 


Ser 


Gin 


Tyr 


Ala 


He 


Arg 


Lvs 


Asn 




89 80 










85 










90 










95 




91 aaa 


tta 


ata 


aec 


tta 


aat 


qaa 


caa 


gaa 


tta 


gta 


gat 


tgt 


tea 


ttt 


aaa 


335 


92 Lys 


Leu 


lie 


Thr 


Leu 


Ser 


Glu 


Gin 


Glu 


Leu 


val 


ASD 


Cvs 


Ser 


Phe 


Lvs 




93 








100 










105 










110 






95 aat 


tat 


QQt 


tqt 


aat 


ciQa 
^ ^ M 


qqt 


etc 


att 


aat 


aat 


gee 


ttt 


gag 


gat 


atg 


383 


96 Asn 


Tvr 


Gly 


Cys 


Asn 


Gly 


Gly 


Leu 


He 


Asn 


Asn 


Ala 


Phe 


Glu 


Asp 


Met 




97 






115 










120 










125 








99 att 


gaa 


ctt 


crcra 


ggt 


ata 


tgt 


cca 


gat 


ggt 


gat 


tat 


cca 


tat 


qtq 


aqt 


431 


100 lie 


Glu 


Leu 


Glv 


Glv 


lie 


Cvs 


Pro 


Asp Gly Asp 


Tvr 


Pro 


Tvr 


Val 


Ser 




101 




130 










135 










140 










103 gat 


get 


cca 


aat 


tta 


tqt 


aac 


ata 


gat 


aga 


tgt 


act 


gaa 


aaa 


tat 


qqa 


479 


104 Asp 


Ala 


Pro 


Asn 


Leu 


Cvs 


Asn 


He 


Asp 


Arg 


Cys 


Thr 


Glu 


Lys 


Tvr 


Glv 




105 


145 










150 










155 












107 ate 


aaa 


aat 


tat 


tta 


tee 


gta 


cca 


gat 


aat 


aaa 


tta 


aaa 


gaa 


gea 


ctt 


527 


108 lie 


Lys 


Asn 


Tvr 

J. jr J. 


Leu 


Ser 


Val 


Pro 


Asp 


Asn 


Lys 


Leu 


Lys 
J. 


Glu 


Ala 


Leu 




109 160 










165 










170 










175 




111 aga 


ttc 


ttg 


gga 


ect 


att 


agt 


att 


agt 


gta 


gcc 


gta 


tea 


gat 


gat 


ttt 


575 


112 Arg 


Phe 


Leu 


Gly 


Pro 


He 


Ser 


He 


Ser 


Val 


Ala 


Val 


Ser 


Asp 


Asp 


Phe 




113 








180 










185 










190 






115 get 


ttt 


tac 


aaa 


gaa 


ggt 


att 


ttc 


gat 


gga 


gaa 


tgt 


ggt 


gat 


gaa 


tta 


623 


116 Ala 


Phe 


Tyr 


Lys 


Glu 


Gly 


He 


Phe 


Asp 


Gly 


Glu 


Cys 


Gly 


Asp 


Glu 


Leu 




117 






195 










200 










205 








119 aat 


eat 


gcc 


gtt 


atg 


ctt 


gta 


ggt 


ttt 


ggt 


atg 


aaa 


gaa 


att 


gtt 


aat 


671 


120 Asn 


His 


Ala 


Val 


Met 


Leu 


Val 


Gly 


Phe 


Gly Met 


Lys 


Glu 


He 


Val 


Asn 




121 




210 










215 










220 










123 cca 


tta 


ace 


aag 


aaa 


gga 


gaa 


aaa 


cat 


tat 


tat 


tat 


ata 


att 


aag 


aac 


719 


124 Pro 


Leu 


Thr 


Lys 


Lys 


Gly 


Glu 


Lys 


His 


Tyr 


Tyr 


Tyr 


He 


He 


Lys 


Asn 




125 


225 










230 










235 












127 tea 


tgg 


gga 


caa 


eaa 


tgg 


gga 


gaa 


aga 


ggt 


ttc 


ata 


aat 


att 


gaa 


aca 


767 


128 Ser 


Trp 


Gly 


Gin 


Gin 


Trp 


Gly Glu 


Arg Gly 


Phe 


He 


Asn 


He 


Glu 


Thr 




129 240 










245 










250 










255 
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131 
132 
133 
135 
136 
137 
139 



gat gaa tea gga tta 
Asp Glu Ser Gly Leu 



atg aga aaa tgt 
Met Arg Lys Cys 



gga 
Gly 
265 
cat 
His 



tta ggt act gat gca ttc 
Leu Gly Thr Asp Ala Phe 



815 



260 



270 



att cca tta att gaa 
lie Pro Leu lie Glu 



cat cat cat cat 
His His His His 
280 



cat taagtcgacg cgatcgaatt 
His 



868 



275 

cctgcagccc ggggatcc 



886 



142 <210> SEQ ID NO: 4 

143 <211> LENGTH: 282 

144 <212> TYPE: PRT 

145 <213> ORGANISM: Artificial Sequence 

147 <220> FEATURE: 

148 <223> OTHER INFORMATION: PCR product from amplification using primers for the cDNA 

149 sequence of cysteinyl proteinase (Falcipain 2) 
151 <4 00> SEQUENCE: 4 



153 


Met 


Glu 


Leu Asn 


Arg 


Phe 


Ala 


Asp 


Leu 


Thr 


Tyr 


His 


Glu 


Phe 


Lys 


Asn 


154 


1 






5 










10 










15 




157 


Lys 


Tyr 


Leu Ser 


Leu 


Arg 


Ser 


Ser 


Lys 


Pro 


Leu 


Lys 


Asn 


Ser 


Lys 


Tyr 


158 






20 










25 










30 






161 


Leu 


Leu 


Asp Gin 


Met 


Asn 


Tyr 


Glu 


Glu 


Val 


He 


Lys 


Lys 


Tyr 


Arg Gly 


162 






35 








40 










45 








165 


Glu 


Glu 


Asn Phe 


Asp 


His 


Ala 


Ala 


Tyr 


Asp 


Trp 


Arg 


Leu 


His 


Ser Gly 


166 




50 








55 










60 










169 


Val 


Thr 


Pro Val 


Lys 


Asp 


Gin 


Lys 


Asn 


Cys 


Gly 


Ser 


Cys 


Trp 


Ala 


Phe 


170 


65 








70 










75 










80 


173 


Ser 


Ser 


He Gly 


Ser 


val 


Glu 


Ser 


Gin 


Tyr 


Ala 


He 


Arg 


Lys 


Asn 


Lys 


174 








85 










90 










95 




177 


Leu 


He 


Thr Leu 


Ser 


Glu 


Gin 


Glu 


Leu 


Val 


Asp 


Cys 


Ser 


Phe 


Lys 


Asn 


178 






100 










105 










110 






181 


Tyr Gly 


Cys Asn 


Gly 


Gly 


Leu 


He 


Asn 


Asn 


Ala 


Phe 


Glu 


Asp 


Met 


He 


182 






115 








120 










125 








185 


Glu 


Leu 


Gly Gly 


He 


Cys 


Pro 


Asp 


Gly 


Asp 


Tyr 


Pro 


Tyr 


Val 


Ser 


Asp 


186 




130 








135 










140 










189 


Ala 


Pro 


Asn Leu 


Cys 


Asn 


He Asp 


Arg 


Cys 


Thr 


Glu 


Lys 


Tyr 


Gly 


He 


190 


145 








150 










155 










160 


193 


Lys 


Asn 


Tyr Leu 


Ser 


Val 


Pro Asp 


Asn 


Lys 


Leu 


Lys 


Glu 


Ala 


Leu 


Arg 


194 








165 










170 










175 




197 


Phe 


Leu 


Gly Pro 


He 


Ser 


He 


Ser 


Val 


Ala 


Val 


Ser 


Asp 


Asp 


Phe 


Ala 


198 






180 










185 










190 






201 


Phe 


Tyr 


Lys Glu 


Gly 


He 


Phe 


Asp 


Gly 


Glu 


Cys 


Gly 


Asp 


Glu 


Leu 


Asn 


202 






195 








200 










205 








205 


His 


Ala 


Val Met 


Leu 


Val 


Gly Phe 


Gly 


Met 


Lys 


Glu 


He 


Val 


Asn 


Pro 


206 




210 








215 










220 










209 


Leu 


Thr 


Lys Lys 


Gly 


Glu 


Lys 


His 


Tyr 


Tyr 


Tyr 


He 


He 


Lys 


Asn 


Ser 


210 


225 








230 










235 










240 


213 


Trp Gly 


Gin Gin 


Trp 


Gly 


Glu 


Arg 


Gly 


Phe 


He 


Asn 


He 


Glu 


Thr 


Asp 


214 








245 










250 










255 




217 


Glu 


Ser 


Gly Leu 


Met 


Arg 


Lys 


Cys 


Gly 


Leu 


Gly 


Thr 


Asp 


Ala 


Phe 


He 



218 260 265 270 
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221 Pro Leu lie Glu His His His His His His 

222 275 280 
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